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Genus 
Yersinia 
SC 6/7 
enterocolitica 
SC 1 wautersii/
similis/ 
pseudotuberculosis 
PG 1 
SC 10 rohdei 
pathogenic 
precursor biofilm, O:1b/O:3 
PG 2 PG 3-6 pestis 
SC 14  
massiliensis 
SC 2 ruckeri 
 SC 3 nurmii/
entomophaga 
pYV 
HPI 
T2SS 
Ysa T3SS 
Flag2 
YGT 
Expansion of IS1667 
Genome rearrangement 
Loss of metabolic flexibility 
Flag2 
pYV / pCD 
Hms 
HPI 
tcPAI 
ail 
pMT / pFra 
pPla/pPCP 
Expansion of IS1541, 
IS100, IS285, IS1661 
Genome rearrangement  
Gene loss 
SC 13 mollaretii/
bercovieri/ 
aleksiciae 
 SC 4 
aldovae 
SC 5  
kristensenii 
SC 8 
frederiksenii 
SC 9 
frederiksenii 2 
SC 12  
pekkanenii 
SC 11  
intermedia 
pYV 
tcPAI 
ail 
